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Fig. 1B The gene expression profile of DMBX1 in different types of digestive system carcinomas
analyzed by GEPIA2 in TCGA. COAD: colon adenocarcinoma, ESCA: esophageal carcinoma; LIHC:
liver hepatocellular carcinoma; PAAD: pancreatic adenocarcinoma, READ: rectum adenocarcinoma;
STAD: stomach adenocarcinoma. T: tumor tissue; N: normal tissue.



